Key indicators: single-crystal X-ray study; T = 296 K; mean (C-C) = 0.003 Å; R factor = 0.034; wR factor = 0.092; data-to-parameter ratio = 8.2.
Hydrogen-bond geometry (Å , ). (Robin & Fromm, 2006) . The vast majority of known coordination polymers contain either a d-or an f-block metal. However, several research groups recently prepared polymers containing both d-and f-block metals within their frameworks by utilizing linking ligands possessing pyridyl-carboxylate terminal groups (Hu et al., 2012; Chen et al., 2010; Tang et al., 2010; Yue et al., 2011; Zhu et al., 2010) . Consistent with the hard-soft acid-base concept, the harder oxygen atoms are bonded to the f-block metals and the softer nitrogen atoms are bonded to the d-block metals in these polymers. Our research group recently reported the structures of two potential linking ligands with pyridyl-carboxylate terminal groups (Han & Lee, 2012; Zheng & Lee, 2012 ) and here we report the structure of third.
The molecular structure of the title molecule with the atom-labeling scheme is given in Figure 1 
Experimental
A stirred mixture of 6-amino-2-naphthoic acid (0.94 g, 5 mmol) and N, N-dimethyl-4-aminopyridine (0.02 g, 0.17 mmol) in dimethylacetamide (15 mL) was heated at 80 °C for 30 min under argon. The solution was cooled to 10 °C, and nicotinoyl chloride hydrochloride (0.89 g, 5 mmol) was added. The temperature was then raised slowly to 50 °C and was maintained there for 8 h. On addition of dichloromethane to the resulting mixture, a precipitate was formed, which was filtered off and dried under vacuum at 100°C. The product was recrystallized from methanol to give crystals of the title compound (1.22 g, 4.2 mmol, 83.9% yield). mp: 593-595 K (decomp). 3, 163.1, 148.7, 145.7, 139.5, 138.4, 135.4, 131.6, 130.2, 129.9, 129.1, 127.8, 127.0, 125.75, 125.0, 121.3, 116.2 . IR (KBr, cm 
Refinement
All non-hydrogen atoms were refined anisotropically. C-bound H atoms were positioned geometrically [C-H = 0.93-0.97 A] and allowed to ride on their parent atoms, with U iso (H) = 1.2U eq (C). The hydrogen atoms attached to N and O were located in a difference Fourier map and refined isotropically. 
Computing details
Data collection: APEX2 (Bruker (2008) ; cell refinement: SAINT (Bruker (2008) ; data reduction: SAINT (Bruker (2008);  program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication:
SHELXTL (Sheldrick, 2008) .
Figure 1
The molecular structure of the title compound showing the atomic numbering and 50% probability displacement ellipsoids. Absolute structure: The absolute structure could not be determined with certainty
Special details
Geometry. All esds (except the esd in the dihedral angle between two l.s. planes) are estimated using the full covariance matrix. The cell esds are taken into account individually in the estimation of esds in distances, angles and torsion angles; correlations between esds in cell parameters are only used when they are defined by crystal symmetry. An approximate (isotropic) treatment of cell esds is used for estimating esds involving l.s. planes. Refinement. Refinement of F 2 against ALL reflections. The weighted R-factor wR and goodness of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The threshold expression of
) is used only for calculating R-factors(gt) etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger. 
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (

